. Shenzhen Journal of Integrated Traditional Chinese and Western Medicine January 2023 Vol. 33.No.1

(6)  Z/NF, HE. FHTH RBEAIT R0y 3 W CAT24 AR B e Wb B A (1) . FRid G
AR () . R4 &, 2009, 14(11): 1048- A SIEIR, 2016, 23(4): 431-433, 462.
1051. (9)  E, Aok, BEAOE, . BiEEE ST IGF-1 5 CEA.
(7)  wekg, EIE L, XU, SOX A %5 M K mFOLFOX6 CAI125. CA199. CA724 K-V 5% 73 AT X AE B T 2 Wi
T7 RIRTT R B I B R T O 2 A kg (3) L R PR (D) . R EERERIZEYE, 2021, 25(2): 194-197.
[Z55, 2016, 27(21): 2903-2906. (10) HPwEnS. ANFAIT J7 S0 W 1 B i 83 L3 I b B A 1)
(8) &%, XIB. &R EY CEA. CA19-9, CA242 J¢ B () . RESZIGSHY:, 2012, 16(8): 1420-1422.
(VE4S5)  1007-0893(2023)01-0022-06 DOI: 10.16458/j.cnki.1007-0893.2023.01.007
- P w711 | VAN
2689 5| Z B E /K S K IZ T A
WAL ko BIEART kaHS BER oxd #F7 oyxz
Lok R2FEE2ERE, [ 4R sk 515063; 2. 3RYITT 26 ~ NRERL, T & FYI 518035)
(8 =) Bey: T ELE 26896l R F AR F KL ERFFHEBAERBESHIEN, Fik: ®FE20165F1 A

£2021 5 12 AARIN T H AR ERZ A58 70 15301549 2689 4] Frda AR R AT %, BT H F B F R KJhIR
FRIERIG, HATRERBR A, R 2689 4] Fda F KMk FH A 268 4], FH FHA 997 %; % AEA 12341,
SEFEHAST %, L PHBFF 2104 (LIEREGFF ), WBEEAH T8 %; LHFF 584, B FAH2.16 %, K
B %P 21 ZAKEEA4E 98 4], 18 ZARLZZAAE 16 1], 13 ZARLEAAE 2 5], 20 ZARLEAHE2 5], 8 5 ZAR4RA4E 1 4),
MR G R BFF 884, =R 14, AT ek 24, ik R PIBILEERFTFHAAKBFFAHE, £
¥ 2l ZRGEAIER ERRG, RAEBREERKBFT, SHFFTLRELA, FERER S L Z A5 W
AR, xFE AT B R TR A A

(X8R ] FZalidwr; FRafe; 208, RERBRSI; REKFT
(HESHES ] R71455 ( XEk#RiRE ) B

Karyotype Analysis of 2689 Second Trimester Amniotic Fluid
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(Abstract)

amniotic fluid in 2689 pregnant women in the second trimester.

Objective To investigate and summarize the types and distribution of abnormal chromosome karyotypes in
Methods A total of 2689 pregnant women from January 2016
to December 2021 in the Prenatal Diagnosis Center of Shenzhen Second People's Hospital were selected as the research objects.
Results A total of 268 cases of

abnormal karyotypes were detected in 2689 pregnant women, the abnormal rate was 9.97 %. Polymorphic karyotypes with 123 cases,

Amniotic fluid was extracted and cultured by aseptic amniocentesis for karyotype analysis.

the polymorphism rate was 4.57 %. Among them, 210 cases were abnormal (including chimerism), the detection rate was 7.81 %.
Structural abnormality with 58 cases, the detection rate was 2.16 %. Among the abnormal numbers, there were 98 cases with trisomy

21 syndrome, 16 cases of trisomy 18 syndrome, 2 cases of trisomy 13 syndrome, 2 cases of trisomy 20 syndrome, 1 case of trisomy
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8 syndrome, 88 cases of abnormal number of sex chromosomes, 1 case of triploid and 2 cases of labeled chromosomes.
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Conclusion

In the second trimester of pregnancy, the number of chromosome abnormalities in the fetus is mainly abnormal, among which the

incidence of trisomy 21 syndrome is the highest, followed by sex chromosome abnormalities, and structural abnormalities can not be

ignored. Chromosome karyotype analysis is the gold standard in prenatal diagnosis and has irreplaceable value in prenatal diagnosis.
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B. 46,XN,t(12;14)(q10;q10)
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Relationship between PON1Q192R Gene Polymorphism and the Efficacy of Clopidogrel in Patients with
Coronary Heart Disease

CAl Jing', LI Ya-tan’, WANG Ya-yong’, CHENG Lu-feng'™
(1. Xinjiang Medical University, Xinjiang Urumqi 830011, 2. The Second Affiliated Hospital of Xinjiang Medical University,
Xinjiang Urumgqi 830063)

(Abstract)  Objective To investigate the association of PON1Q192R allele variation frequency and PON1Q192R gene
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