HIPDPEEESE 528 & 2021 4F 11 A4 31 555 21 1) R

e

(X E45)  1007-0893(2021)21-0001-03 DOI: 10.16458/j.cnki.1007-0893.2021.21.001

miR—612 #%] CD151 ERE T Fik Xt
SRR E TR EE I 2NN

X % B AFEA
Chem NRERE, LG % 334000)

M

(8 ZE) 8&: il EEam (miR) —612 #p4) G e 51b3 & 151 (CDI151) M B & A 2t § )% 20 013 & fo it £
B0 e, Fik: BARAF BmMALER SGC-7901, 3454 miR-612 A4y (miR-612 41) K pcDNA3.1-CD151 it & ik
HIK (CDISL4L) /&, MR AR TiEiEE - BAMER P (RT-qPCR) # i SGC-7901 %8 4+ miR—612 F= CD151 15 4%
MAEAZER (mRNA ) &34, ek & (MTT) &, A X @0 Fe Transwell > E 551460 SGC-7901 o fadg i 8 | 12 & 45,
2 £: 5 miR-NC #8135, miR—612 28485 miR—612 £ ik K-F 8] 4%, ™ CDI151 mRNA & ik K-F o] R4 (P < 0.05) .
5 CDI151 #ave4x, {2454 72 h 5 miR—612 + CDI151 A 2m i3 547% /9 B AL (P < 0.05) , miR—612 + CDI151 240 A
THRPLE T CDISIZA (P < 0.05) , Transwell N FM 4R B o, SABALE, miR-612 4 P43 £ Mo At 45 m i
BRI Y, W CDIS1 P iz oAt Hmas3gARe %, 20 B A4 FEL (P<0.05); 5 CDISI 4t
3, miR—612 + CDI151 4013 & o fit B mie M B Y, £2FBEA LT FEL (P <0.05) , & miR-612 7T
Wt Yo difdE CDIS1 R A4 B IR miesg st . 132 i 4 510 gk 4w oA =,

(E8R) B M EEEi -612; @ik 151; @mieizk; mipitsd

(FES%ES] R7352 ( XEktRiREE ] A

Effect of miR-612 on Invasion and Migration of Gastric Cancer Cells by Inhibiting CD151 Gene Overexpression

LIU Na, LIU Biao, SHU Hong-chun
(The People's Hospital of Shangrao, Jiangxi Shangrao 334000)

(Abstract)  Objective To investigate the effect of miR-612 on gastric cancer cells by inhibiting CD151 gene overexpression
invasion and migration. Methods Human gastric cancer cell line SGC-7901 was cultured and transfected with miR-612 mimicry
(miR-612 group) or pcDNA3.1 - CD151 overexpression vector (CD151 group). Then we detected the expression of miR-612 and
CD151 mRNA in SGC-7901 cells by real-time quantitative reverse transcription-polymerase chain reaction (RT-qPCR). Proliferation,
apoptosis, invasion and migration of SGC-7901 cells were detected by MTT method, flow cytometry and transwell chamber,
respectively. Results Compared with the miR-NC group, the expression level of miR-612 in miR-612 group was significantly
increased, while the expression level of CD151 mRNA was significantly decreased (P < 0.05). Compared with CD151 group, the
proliferation activity of miR-612 +CD151 group was significantly decreased after transfection 72 h (P < 0.05). The apoptosis rate of
miR-612 +CD151 group was significantly higher than that of CD151 group (P < 0.05). Compared with the control group, the number
of invading cells and migrating cells in Mir-612 group were decreased, while the number of invading cells and migrating cells in
CDI151 group increased significantly (P < 0.05). The number of invading cells and migrating cells in Mir-612+CD151 group were
decreased (P < 0.05). Conclusion miR-612 can inhibit the proliferation, invasion, migration of SGC-7901 cells and promote
apoptosis of gastric cancer cells by targeting CD151 expression.

(Key Words)  Gastric cancer; Micro ribonucleic acid-612; Cluster of differentiation 151; Cell invasion; Cell migration

B e 2 LI T A RGCEE IR, FERAYT OO acid, miR) —612 [ A 1 0 B A 40 i B % 40 A A K R i
BREIHOAIT i, T B R A AR e, BIER . AgiH s PR 151 Ccluster of differentiation
B 250R T R A2 IR, R SR A SRR R T 151, CDISD) JR YR G A A KRR, EIRE e K.
EEREY. G R, BUMZREZER (micro ribonucleic  # SR R HEETBBRIEM, SEMEBERENNZH

(FSBHEA)  2021-08-22
(E€mMB ] 1078 DA@ERRHSURITE SR (202140918)
(BB ] XU, 2o, FiREEIW, EBWFTT T )2 A T8 S R i AR BEARRAE S AR <43 WL



e D .

Shenzhen Journal of Integrated Traditional Chinese and Western Medicine November 2021 Vol. 31.No.21

PR () A SR s DDA 2 B ST 5T LA B SGC-7901 4l il
SNWFFERT %, I W8 miR—612 F1 CD151 i) 56 £ LA 4t
SGC-7901 4 fitufz 2%, LR REJIMIRENR, M PR B0 i 4k
IR, P IE R .

1 Rt5AE%E

L1 E&A44

(1) EZMHE: ONBRARHK SGC-7901: KIE T
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